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Amino acid residue :

The part left over after

losing a hydrogen atom

from its amino group and

the hydroxyl moiety from its

carboxyl group.



Peptides:

1.Dipeptide

2.Tri peptide

3.Tetra peptide

4.Penta peptide

5.Oligo peptide

6.Poly peptide



There Are Several Levels of Protein Structure

1.Primary structure

2.Secondary structure

3.Tertiary structure

4.Quaternary 

structure



•Protein conformation: The spatial arrangement of 
atoms in a protein.

•Thermodynamically the most stable, having the 
lowest Gibbs free energy.

•Native proteins: Proteins existing in any of their 
functional, folded conformations.

•Stability: The tendency to maintain a native 
conformation.

•Unfolded state:  High degree of conformational 
entropy along with hydrogen-bonding interactions in 
the polypeptide chain with solvent.



Bonds Stabilizing the Protein Structure

Bonds

Bonds



• Peptide Bond: 

A covalent bond formed by removal of

the elements of water (dehydration) from

the α-carboxyl group of one amino acid

and the α–amino group of another.

Covalent Bonds



Disulfide linkage: Cysteine residues can form disulfide bridges (also called disulfide 
linkages) which can join two chains or link a single chain into a ring.



Non-Covalent Bonds





1. Hydrophobic interaction



2. Van Der interaction





4. Hydrogen bond:
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